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Abstract .

Rice stripe disease is a significant virus disease in rice plants, which was reported to have caused severe

yield losses in recent years. The pathogen, rice stripe virus (RSV), is known to be transmitted mainly by the small brown

planthopper ( Laodelphax striatellus Fallén, SBPH). In this paper, the genome organization, function, replication, gene

expression and regulation, molecular variability, interactions between virus and vector, resistance breeding of RSV, as well

as forecast and control of the disease were reviewed. Meanwhile, researches on RSV was prospected.
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Fig.1 Genome organization of rice stripe virus
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Table 1 Genome organizations and protein functions of RSV
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