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Effect of biofilm carrier material on bacterial community structure in eu—
trophic water

LUO Jia  HAN Shi-qun  SONG Wei  ZHOU Qing  YAN Shao-hua

( Institute of Agricultural Resources and Environmental Sciences Jiangsu Academy of Agricultural Sciences Nanjing 210014 China)

Abstract:  The three different materials as biofilm carriers were applied into biological denitrogenation of eutrophic
water. The materials were ZT2 ( straw) ZT3 ( granular activated carbon) and ZT4 ( fiber carbon film) . The results of sim—
ulation experiments ( in greenhouse) showed that total nitrogen removal rates by ZT2 ZT3 and ZT4 reached up to over
40% . Compared with control the bacterial count on bioilm surfaces of ZT2 ZT3 and ZT4 were enhanced by two orders of
magnitude and the nitrifying or denitrifying bacterial count were also enhanced by approximate 10 times. Polymerase chain
reaction-denaturing gradient gel electrophoresis( PCR-DGGE) result indicated that the bioHilm carriers could improve the
diversity of bacterial community in eutrophic water. Shannon-Wiener indexes of ZT2 ZT3 and ZT4 treatments increased
from 2. 838 to 3.483 3.498 and 3.458 respectively and richnesses also increased from 19 to 36 41 and 35.
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ring gradient gel electrophoresis( PCR-DGGE)
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Fig.1 The change of total nitrogen content in the water
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Fig.2 The change of total phosphorus content in the water
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Fig.3 The changes of bacterial count in the water
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Fig.4 The change of nitrifying bacterial count in the water
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Fig.5 The change of denitrifying bacterial count in the water
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Fig.7 UPGMA analysis of 16S rDNA profiles of bacterial communities in soil samples
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